SEQUENCE LISTING 



<110> Fadok, Valerie 
Henson, Peter 

<120> Phosphatidyl Serine Receptors and Uses Thereof 

' ., <130> 2879-73 

<150> 60/188,930 
<151> 2000-03-08 

<160> 11 

<170> Patentln version 3.0 

<210> 1 

<211> 1674 

<212> DNA 

<213> Homo sapiens 



<400> 1 

aagcttggca cgagggtgtc aggaagcggg ctgcgccgag gtcgtagcgg aaccagctgg 60 

cgaccccgca gaatgaacca caagagcaag aagcgcatcc gcgaggccaa gcggagtgcg 12 0 

cggccggagc tcaaggactc gctggattgg acccggcaca actactacga gagcttctcg 180 

ctgagcccgg cggccgtggc ggataacgtg gaaagggcag atgctttaca gctgtctgtg 240 

gaagaatttg tggagcggta tgaaagacct tacaagcccg tggttttgtt gaatgcgcaa 3 00 

gagggctggt ctgcgcagga gaaatggact ctggagcgcc taaaaaggaa atatcggaac 360 

cagaagttca agtgtggtga ggataacgat ggctactcag tgaagatgaa gatgaaatac 420 



tacatcgagt 


acatggagag 


cactcgagat 


gatagtcccc 


tttacatctt 


tgacagcagc 


480 


tatggtgaac 


accctaaaag 


aaggaaactt 


ttggaagact 


acaaggtgcc 


aaagtttttc 


540 


actgatgacc 


ttttccagta 


tgctggggag 


aagcgcaggc 


ccccttacag 


gtggtttgtg 


600 


atggggccac 


cacgctccgg 


aactgggatt 


cacatcgacc 


ctctgggaac 


cagtgcctgg 


660 


aatgccttag 


ttcagggcca 


caagcgctgg 


tgcctgtttc 


ctaccagcac 


tcccagggaa 


720 


ctcatcaaag 


tgacccgaga 


cgaaggaggg 


aaccagcaag 


acgaagctat 


tacctggttt 


780 


aatgttattt 


atccccggac 


acagcttcca 


acctggccac 


ctgaattcaa 


acccctggaa 


840 


atcttacaaa 


aaccaggaga 


gactgtcttt 


gtaccaggag 


gctggtggca 


tgttgtcctc 


900 


aatctcgaca 


ctactatcgc 


catcacccaa 


aattttgcca 


gcagcaccaa 


cttccctgtg 


960 


g.tatggcaca 


agacggtaag 


agggagacca 


aagttatcaa 


ggaaatggta 


taggattttg 


1020 


aagcaagagc 


accccgagtt 


ggcagtcctc 


gcagactcgg 


ttgaccttca 


ggagtccaca 


1080 


gggatagctt 


ccgacagctc 


cagcgactct 


tccagctcct 


ccagctccag 


ttcgtcagac 


1140 


tccgactcag 


agtgcgagtc 


tggatccgag ggcgatggga 


cagtgcaccg 


caggaagaag 


1200 


aggaggacgt 


gcagcatggt 


gggaaacggg gacaccacct 


cccaggacga 


ctgtgtcagc 


1260 


aaagagcgca 


gctcctccag 


gattagggac 


acttgtggag 


gccgggctca 


cccctgagca 


1320 


aagagcgcag 


cttcttcagg 


tggacccaac 


aaggttgttg 


tctgtatggg 


aaggacacgc 


1380 


tcccggcaag 


gggaagggcc 


tggggggggg gggcttgtca 


agtccttcac 


acaaagggga 


1440 


gggcttgaca 


agagcccaag 


aatgagggac 


accccttggg 


accgggaacc 


ccattacctt 


1500 


aggggtttgg 


ttccatagct 


tttccctttt 


gctaccaaat 


gcagattaaa 


ccccgggttg 


1560 


gttttacctc 


aggcaagaaa 


aatggggaat 


aggggcccaa 


aaaaaatcct 


tttaccattt 


1620 


tttaataaaa 


aatagaatcc 


ctaaaaaaaa 


aaaaaaaaaa 


aaaaaagcgg 


ccgc 


1674 



<210> 2 

<211> 1245 

<212> DNA 

<213> Homo sapiens 



<220> 



2 



<221> CDS 

<222> (1) . . (1245) 



<400> 2 

atg aac cac aag age aag aag cgc ate cgc gag gec aag egg agt gcg 4 8 

Met Asn His Lys Ser Lys Lys Arg He Arg Glu Ala Lys Arg Ser Ala 

15 10 15 



egg ccg gag etc aag gac teg ctg gat tgg ace egg cac aac tac tac 
Arg Pro Glu Leu Lys Asp Ser Leu Asp Trp Thr Arg His Asn Tyr Tyr 
20 25 30 



aga cct tac aag ccc gtg gtt ttg ttg aat gcg caa gag ggc tgg tct 
Arg Pro Tyr Lys Pro Val Val Leu Leu Asn Ala Gin Glu Gly Trp Ser 
65 * 70 75 80 

gcg cag gag aaa tgg act ctg gag cgc eta aaa agg aaa tat egg aac 
Ala Gin Glu Lys Trp Thr Leu Glu Arg Leu Lys Arg Lys Tyr Arg Asn 
85 " 90 95 



96 



gag age ttc teg ctg age ccg gcg gee gtg gcg gat aac gtg gaa agg 144 
Glu Ser Phe Ser Leu Ser Pro Ala Ala Val Ala Asp Asn Val Glu Arg 
35 40 45 

gca gat get tta cag ctg tct gtg gaa gaa ttt gtg gag egg tat gaa 192 
Ala Asp Ala Leu Gin Leu Ser Val Glu Glu Phe Val Glu Arg Tyr Glu 
50 55 60 



240 



288 



cag aag ttc aag tgt ggt gag gat aac gat ggc tac tea gtg aag atg 336 
Gin Lys Phe Lys Cys Gly Glu Asp Asn Asp Gly Tyr Ser Val Lys Met 
100 105 HO 

aag atg aaa tac tac ate gag tac atg gag age act cga gat gat agt 3 84 

Lys Met Lys Tyr Tyr He Glu Tyr Met Glu Ser Thr Arg Asp Asp Ser 
115 120 125 

ccc ctt tac ate ttt gac age age tat ggt gaa cac cct aaa aga agg 432 
Pro Leu Tyr He Phe Asp Ser Ser Tyr Gly Glu His Pro Lys Arg Arg 
130 135 140 

aaa ctt ttg gaa gac tac aag gtg cca aag ttt ttc act gat gac ctt 480 
Lys Leu Leu Glu Asp Tyr Lys Val Pro Lys Phe Phe Thr Asp Asp Leu 
145 " 150 ' 155 160 

ttc cag tat get ggg gag aag cgc agg ccc cct tac agg tgg ttt gtg 528 
Phe Gin Tyr Ala Gly Glu Lys Arg Arg Pro Pro Tyr Arg Trp Phe Val 
165 170 175 

atg ggg cca cca cgc ' tec gga act ggg att cac ate gac cct ctg gga 576 
Met Gly Pro Pro Arg Ser Gly Thr Gly He His He Asp Pro Leu Gly 
180 185 190 



3 



acc agt gcc 
Thr Ser Ala 
195 

ttt cct acc 
Phe Pro Thr 
210 

gga ggg aac 
Gly Gly Asn 
225 

ccc egg aca 
Pro Arg Thr 



ate tta caa 
lie Leu Gin 



cat gtt gtc 
His Val Val 
275 

gcc age age 
Ala Ser Ser 
290 

aga cca aag 
Arg Pro Lys 
305 

ccc gag ttg 
Pro Glu Leu 



ggg ata get 
Gly He Ala 



agt teg tea 
Ser Ser Ser 
355 

ggg aca gtg 
Gly Thr Val 
370 

aac ggg gac 
Asn Gly Asp 
385 

tec tec agg 
Ser Ser Arg 



tgg aat gcc 
Trp Asn Ala 



age act ccc 
Ser Thr Pro 



cag caa gac 
Gin Gin Asp 
230 

cag ctt cca 
Gin Leu Pro 
245 

aaa cca gga 
Lys Pro Gly 
260 

etc aat etc 
Leu Asn Leu 



acc aac ttc 
Thr Asn Phe 



tta tea agg 
Leu Ser Arg 
310 

gca gtc etc 
Ala Val Leu 
325 

tec gac age 
Ser Asp Ser 
340 

gac tec gac 
Asp Ser Asp 



cac cgc agg 
His Arg Arg 



acc acc tec 
Thr Thr Ser 
390 

att agg gac 
He Arg Asp 
405 



tta gtt cag 
Leu Val Gin 
200 

agg gaa etc 
Arg Glu Leu 
215 

gaa get att 
Glu Ala He 



acc tgg cca 
Thr Trp Pro 



gag act gtc 
Glu Thr Val 
265 

gac act act 
Asp Thr Thr 
280 

cct gtg gta 
Pro Val Val 
295 

aaa tgg tat 
Lys Trp Tyr 



gca gac teg 
Ala Asp Ser 



tec age gac 
Ser Ser Asp 
345 

tea gag tgc 
Ser Glu Cys 
360 

aag aag agg 
Lys Lys Arg 
375 

cag gac gac 
Gin Asp Asp 



act tgt gga 
Thr Cys Gly 



ggc cac aag 
Gly His Lys 



ate aaa gtg 
He Lys Val 
220 

acc tgg ttt 
Thr Trp Phe 
235 

cct gaa ttc 
Pro Glu Phe 
250 

ttt gta cca 
Phe Val Pro 



ate gcc ate 
He Ala He 



tgg cac aag 
Trp His Lys 
3-00 

agg att ttg 
Arg He Leu 
315 

gtt gac ctt 
Val Asp Leu 
330 

tct tec age 
Ser Ser Ser 



gag tct gga 
Glu Ser Gly 



agg acg tgc 
Arg Thr Cys 
380 

tgt gtc age 
Cys Val Ser 
395 

ggc egg get 
Gly Arg Ala 
410 



cgc tgg tgc 
Arg Trp Cys 
205 

acc cga gac 
Thr Arg Asp 



aat gtt att 
Asn Val He 



aaa ccc ctg 
Lys Pro Leu 
255 

gga ggc tgg 
Gly Gly Trp 
270 

acc caa aat 
Thr Gin Asn 
285 

acg gta aga 
Thr Val Arg 



aag caa gag 
Lys Gin Glu 



cag gag tec 
Gin Glu Ser 
335 

tec tec age 
Ser Ser Ser 
350 

tec gag ggc 
Ser Glu Gly 
365 

age atg gtg 
Ser Met Val 



aaa gag cgc 
Lys Glu Arg 



cac ccc tga 
His Pro 



ctg 624 
Leu 



gaa 672 
Glu 



tat 720 

Tyr 

240 

gaa 768 
Glu 



tgg 816 
Trp 



ttt 864 
Phe 



ggg 912 
Gly 



cac 960 

His 

320 

aca 100S 
Thr 



tec 1056 
Ser 



gat 1104 
Asp 



gga 1152 
Gly 



age 1200 

Ser 

400 

1245 



4 



<210> 3 

<211> 414 

<212> PRT . 

<213> Homo sapiens 

<400> 3 

Met Asn His Lys Ser Lys Lys Arg lie Arg Glu Ala Lys Arg Ser Ala 
1 5 10 15 



Arg Pro Glu Leu Lys Asp Ser Leu Asp Trp Thr Arg His Asn Tyr Tyr 
20 25 30 



Glu Ser Phe Ser Leu Ser Pro Ala Ala Val Ala Asp Asn Val Glu Arg 
35 40 45 



Ala Asp Ala Leu Gin Leu Ser Val Glu Glu Phe Val Glu Arg Tyr Glu 
50 55 60 



Arg Pro Tyr Lys Pro Val Val Leu Leu Asn Ala Gin Glu Gly Trp Ser 
65 ^ 70 75 80 



Ala Gin Glu Lys Trp Thr Leu Glu Arg Leu Lys Arg Lys Tyr Arg Asn 
85 90 95 



Gin Lys Phe Lys Cys Gly Glu Asp Asn Asp Gly Tyr Ser Val Lys Met 
100 105 110 



Lys Met Lys Tyr Tyr He Glu Tyr Met Glu Ser Thr Arg Asp Asp Ser 
115 120 125 



Pro Leu Tyr He Phe Asp Ser Ser Tyr Gly Glu His Pro Lys Arg Arg 
130 135 140 



Lys Leu Leu Glu Asp Tyr Lys Val Pro Lys Phe Phe Thr Asp Asp Leu 
145 150 155 160 



Phe Gin Tyr Ala Gly Glu Lys Arg Arg Pro Pro Tyr Arg Trp Phe Val 
165 170 175 



5 



Met Gly Pro Pro Arg Ser Gly Thr Gly lie His lie Asp Pro Leu Gly 
180 185 190 



Thr Ser Ala Trp Asn Ala Leu Val Gin Gly His Lys Arg Trp Cys Leu 
195 200 205 



Phe Pro Thr Ser Thr Pro Arg Glu Leu lie Lys Val Thr Arg Asp Glu 
210 215 220 



Gly Gly Asn Gin Gin Asp Glu Ala He Thr Trp Phe Asn Val He Tyr 
225 230 235 240 



Pro Arg Thr Gin Leu Pro Thr Trp Pro Pro Glu Phe Lys Pro Leu Glu 
245 250 255 



He Leu Gin Lys Pro Gly Glu Thr Val -Phe Val Pro Gly Gly Trp Trp 
260 265 270 



His Val Val Leu Asn Leu Asp Thr Thr He Ala He Thr Gin Asn Phe 
275 280 285 



Ala Ser Ser Thr Asn Phe Pro Val Val Trp His Lys Thr Val Arg Gly 
290 295 300 



Arg Pro Lys Leu Ser Arg Lys Trp Tyr Arg lie Leu Lys Gin Glu His 
305 310 315 320 



Pro Glu Leu Ala Val Leu Ala Asp Ser Val Asp Leu Gin Glu Ser Thr 
325 330 335 



Gly He Ala Ser Asp Ser Ser Ser Asp Ser Ser Ser Ser Ser Ser Ser 
340 345 350 



Ser Ser Ser Asp Ser Asp Ser Glu Cys Glu Ser Gly Ser Glu Gly Asp 
355 360 365 



Gly Thr Val His Arg Arg Lys Lys Arg Arg Thr Cys Ser Met Val Gly 
370 375 380 



Asn Gly Asp Thr Thr Ser Gin Asp Asp Cys Val Ser Lys Glu Arg Ser 
385 ~ ~ 390 395 400 



6 



Ser Ser Arg lie Arg Asp Thr Cys Gly Gly Arg Ala His Pro 
405 410 



<210> 4 

<211> 1212 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) - . (1212) 



<400> 4 

atg aac cac aag age aag aag cgc ate cgc gag gec aag cga agt gcg 48 

Met Asn His Lys Ser Lys Lys Arg lie Arg Glu Ala Lys Arg Ser Ala 

15 10 15 

egg ccg gag etc aag gac teg etc gac tgg ace egg cac aac tac tac -96 
Arg Pro Glu Leu Lys Asp Ser Leu Asp Trp Thr Arg His Asn Tyr Tyr 
20 25 30 

gag age tac ccg ctg aac ccc gcg gec gtg teg gat aac gtg gag aga 144 
Glu Ser Tyr Pro Leu Asn Pro Ala Ala Val Ser Asp Asn Val Glu Arg 
35 40 45 

get gat gec tta cag ctg teg gtg aaa gag ttc gtg gag cgc tac gag 192 
Ala Asp Ala Leu Gin Leu Ser Val Lys Glu Phe Val Glu Arg Tyr Glu 
50 55 60 

agg cct tac aag ccc gtg gtt ctg etc aat gca caa gag ggc tgg tec 240 
Arg Pro Tyr Lys Pro Val Val Leu Leu Asn Ala Gin Glu Gly Trp Ser 
65 70 75 80 

gca cag gag aaa tgg act ctg gag cgc etc aaa agg aaa tac egg aac 288 
Ala Gin Glu Lys Trp Thr Leu Glu Arg Leu Lys Arg Lys Tyr Arg Asn 
85 90 95 

cag aag ttc aag tgc ggc gag gat aat gac ggc tac teg. gtg aag atg" 336 
Gin Lys Phe Lys Cys Gly Glu Asp Asn Asp Gly Tyr Ser Val Lys Met 
100 105 110 



aag atg aag tac tac ate gag tac atg gag age acc cgc gat gac agt 
Lys Met Lys Tyr Tyr He Glu Tyr Met Glu Ser Thr Arg Asp Asp Ser 
115 120 125 



384 



7 



ccc ctt tac 
Pro Leu Tyr 
130 

aaa ctt ttg 
Lys Leu Leu 
145 

ttc caa tac 
Phe Gin Tyr 



atg ggg cca 
Met Gly Pro 



acc agt gcc 
Thr Ser Ala 
195 

ttc cca aca 
Phe Pro Thr 
210 

gga ggg aac 
Gly Gly Asn 
225 

ccc egg aca 
Pro Arg Thr 



ata tta cag 
lie Leu Gin 



cat gtt gtc 
His Val Val 
275 

gcc age age 
Ala Ser Ser 
290 

aga cca aag 
Arg Pro Lys 
305 

cct gag ctg 
Pro Glu Leu 



ggc att gcc 
Gly lie Ala 



ate ttc gat 
lie Phe Asp 



gaa gac tac 
Glu Asp Tyr 
150 

gcg ggg gag 
Ala Gly Glu 
165 

ccg cgt tct 
Pro Arg Ser 
180 

tgg" aat gcc 
Trp Asn Ala 



aac aca ccc 
Asn Thr Pro 



caa cag gat 
Gin Gin Asp 
230 

cag ctt cca 
Gin Leu Pro 
245 

aaa cca gga 
Lys Pro Gly 
260 

etc aac ctt 
Leu Asn Leu 



acc aac ttc 
Thr Asn Phe 



tta tea agg 
Leu Ser Arg 
310 

gca gtc ctg 
Ala Val Leu 
325 

tct gac age 
Ser Asp Ser 
340 



age age tat 
Ser Ser Tyr 
135 

aag gtg ccc 
Lys Val Pro 



aaa cgc aga 
Lys Arg Arg 



gga act ggg 
Gly Thr Gly 
185 

tta gtt cag 
Leu Val Gin 
200 

aga gaa etc 
Arg Glu Leu 
215 

gaa gca att 
Glu Ala He 



acc tgg cca 
Thr Trp Pro 



gaa act gtc 
Glu Thr Val 
265 

gac acc acc 
Asp Thr Thr 
280 

cct gtt gtg 
Pro Val Val 
295 

aag tgg tat 
Lys Trp Tyr 



gcc gac gca 
Ala Asp Ala 



tec age gac 
Ser Ser Asp 
345 



ggc gaa cac 
Gly Glu His 
140 

aag ttt ttc 
Lys Phe Phe 
155 

ccc cct tac 
Pro Pro Tyr 
170 

att cac ate 
He His He 



ggt cac aag 
Gly His Lys 



ate aag gtg 
He -Lys Val 
220 

acc tgg ttt 
Thr Trp Phe 
'2 3 5 

cct gaa ttc 
Pro Glu Phe 
250 

ttt gta cca 
Phe Val Pro 



att gcc ate 
He Ala He 



tgg cac aag 
Trp His Lys 
300 

agg ate ttg 
Arg He Leu 
315 

gtt gac etc 
Val Asp Leu 
330 

tct tct age 
Ser Ser Ser 



ccc aaa aga 
Pro Lys Arg 



aca gat gat 
Thr Asp Asp 



agg tgg ttt 
Arg Trp Phe 
175 

gac cct ctg 
Asp Pro Leu 
190 

egg tgg tgc 
Arg Trp Cys 
205 

acc cga gaa 
Thr Arg Glu 



aat gtc ate 
Asn Val He 



aaa ccc ctg 
Lys Pro Leu 
255 

ggg ggc tgg 

Gly Gly Trp 
270 

acc cag aac 
Thr Gin Asn 
285 

acg gta aga 
Thr Val Arg 



aaa cag gag 
Lys Gin Glu 



cag gag tec 
Gin Glu Ser 
335 

tec tct agt 
Ser Ser Ser 
350 



agg 4 32 

Arg 

ctt 480 

Leu 

160 

gtg 528 
Val 



ggg 57 6 

Gly 

etc 624 
Leu 



gaa 672 
Glu 



tat 720 

Tyr 

240 ' 

gag 768 
Glu 



tgg '816 
Trp 

ttt 864 
Phe 



ggg 912 
Gly 



cac 960 

His 

320 

aca 1008 
Thr 



tec 1056 
Ser 



8 



age teg tea gac teg gac tea gag tgt gaa tct ggg tea gaa ggt gat 1104 
Ser Ser Ser Asp Ser Asp Ser Glu Cys Glu Ser Gly Ser Glu Gly Asp 
355 360 365 

ggg acg aca cac cgc agg aag aag agg aga ace tgc age atg gtg gga 115 2 

Gly Thr Thr His Arg Arg Lys Lys Arg Arg Thr Cys Ser Met Val Gly 
370 375 380 

aat ggg gac act ace tec cag gat gac tgt gtg age aaa gag cgc age 1200 
Asn Gly Asp Thr Thr Ser Gin Asp Asp Cys Val Ser Lys Glu Arg Ser 
385 390 395 400 

tec tec agg tga 1212 
Ser Ser Arg 



<210> 5 

<211> 403 

<212> PRT 

<213> Mus musculus 

<400> 5 

Met Asn His Lys Ser Lys Lys Arg lie Arg Glu Ala Lys Arg Ser Ala 
1 5 10 * 15 



Arg Pro Glu Leu Lys Asp Ser Leu Asp Trp Thr Arg His Asn Tyr Tyr 
20 25 30 



Glu Ser Tyr Pro Leu Asn Pro Ala Ala Val Ser Asp Asn Val Glu Arg 
35 40 45 



Ala Asp Ala Leu Gin Leu Ser Val Lys Glu Phe Val Glu Arg Tyr Glu 
50 55 60 



Arg Pro Tyr Lys Pro Val Val Leu Leu Asn Ala Gin Glu Gly Trp Ser 
65 70 75 80 



Ala Gin Glu Lys Trp Thr Leu Glu Arg Leu Lys Arg Lys Tyr Arg Asn 
85 90 95 



Gin Lys Phe Lys Cys Gly Glu Asp Asn Asp Gly Tyr Ser Val Lys Met 
100 105 110 



9 



Lys Met Lys Tyr Tyr lie Glu Tyr Met Glu Ser Thr Arg Asp Asp Ser 
115 * 120 125 



Pro Leu Tyr He Phe Asp Ser Ser Tyr Gly Glu His Pro Lys Arg Arg 
130 135 140 



Lys Leu Leu Glu Asp Tyr Lys Val Pro Lys Phe Phe Thr Asp Asp Leu 
145 150 155 160 



Phe Gin Tyr Ala Gly Glu Lys Arg Arg Pro Pro Tyr Arg Trp Phe Val 
165 170 175 



Met Gly Pro Pro Arg Ser Gly Thr Gly He His He Asp Pro Leu Gly 
180 185 190 



Thr Ser Ala Trp Asn Ala Leu Val Gin Gly His Lys Arg Trp Cys Leu 
195 200 -205 



Phe Pro Thr Asn Thr Pro Arg Glu Leu He Lys Val Thr Arg Glu Glu 
210 215 ~220 



Gly Gly Asn Gin Gin Asp Glu Ala He Thr Trp Phe Asn Val He Tyr 
225 ^ 230 235 " 240 



Pro Arg Thr Gin Leu Pro Thr Trp Pro Pro Glu Phe Lys Pro Leu Glu 
245 250 255 



He Leu Gin Lys Pro Gly Glu Thr Val Phe Val Pro Gly Gly Trp Trp 
260 265 270 



His Val Val Leu Asn Leu Asp Thr Thr He Ala He Thr Gin Asn Phe 
275 280 285 



Ala Ser Ser Thr Asn Phe Pro Val Val Trp His Lys Thr Val Arg Gly 
290 295 300 



Arg Pro Lys Leu Ser Arg Lys Trp Tyr Arg He Leu Lys Gin Glu His 
305 310 315 320 



Pro Glu Leu Ala Val Leu Ala Asp Ala Val Asp Leu Gin Glu Ser Thr 
325 330 335 



10 



Gly He Ala Ser Asp Ser Ser Ser Asp Ser Ser Ser Ser Ser Ser Ser 
340 345 350 



Ser Ser Ser Asp Ser Asp Ser Glu Cys Glu Ser Gly Ser Glu Gly Asp 
355 360 365 



Gly Thr Thr His Arg Arg Lys Lys Arg Arg Thr Cys Ser Met Val Gly 
370 375 380 



Asn Gly Asp Thr Thr Ser Gin Asp Asp Cys Val Ser Lys Glu Arg Ser 
X, 385 ~ 390 395 400 

Ser Ser Arg 

<210> 6 

<211> 1050 

<212> DNA 

<213> Caenorhabditis elegans 
<220> 

<221> CDS 

<222> (1) - - (1050) 



<400> 6 

atg tea tta ggg cga gat aga tac tea tta ccg cgt act tat aaa egg 
Met Ser Leu Gly Arg Asp Arg Tyr Ser Leu Pro Arg Thr Tyr Lys Arg 
1 5 10 15 



gtt tea cat gcg aag gac aaa gcg aga ccg gag ctg aga aag ttc gga 
Val Ser His Ala Lys Asp Lys Ala Arg Pro Glu Leu Arg Lys Phe Gly 
20 25 30 

tgg gag act ctg gga tac teg gaa age ttt aat ctg cct cca ttt agg 
Trp Glu Thr Leu Gly Tyr Ser Glu Ser Phe Asn Leu Pro Pro Phe Arg 
35 40 45 

gat agt att caa aga gtt gat ggg aat aat ctt ace gtg gag gag ttc 
Asp Ser He Gin Arg Val Asp Gly Asn Asn Leu Thr Val Glu Glu Phe 
50 55 60 



11 



cgc cga gat ttc gaa aga ccg aga ate cca gtt att ate act gga ttg 240 
Arg Arg Asp Phe Glu Arg Pro Arg He Pro Val He He Thr Gly Leu 
65 70 75 80 

act gat aat tgg gca get aaa gac aag tgg acg gtt gag aga cga aag 288 
Thr Asp Asn Trp Ala Ala Lys Asp Lys Trp Thr Val Glu Arg Arg Lys 
85 90 95 

acg aaa aag tta teg gaa gac tat teg gtt cca aag ttc ttc gaa gac 336 
Thr Lys Lys Leu Ser Glu Asp Tyr Ser Val Pro Lys Phe Phe Glu Asp 
100 105 HO 



gat etc ttc cac tat gcg gat gat aag aag aga cct cca cat cga tgg 
Asp Leu Phe His Tyr Ala Asp Asp Lys Lys Arg Pro Pro His Arg Trp 
115 ^"120 125 



gtt ctg att cct ccg att gca cca cgt gat ctt gtg aaa ccg atg get 
Val Leu He Pro Pro He Ala Pro Arg Asp Leu Val Lys Pro Met Ala 
165 170 175 



gtc tat aaa cga gtt cga agt ccc agt tgg ccg aag gaa tac gca ccg 
Val Tyr Lys Arg Val Arg Ser Pro Ser Trp Pro Lys Glu Tyr Ala Pro 
195 200 205 



384 



ttt gtg atg gga cca get cgt tct gga act gca att cac att gat cca 432 
Phe Val Met Gly Pro Ala Arg Ser Gly Thr Ala He His He Asp Pro 
130 135 140 

etc ggg aca agt gca tgg aat teg ttg ctt caa ggt cac aaa cga tgg 480 
Leu Gly Thr Ser Ala Trp Asn Ser Leu Leu Gin Gly His Lys Arg Trp 
145 150 155 160 



528 



cat gag aag gga aaa cat ccg gat gaa gga ate acg tgg ttt cag acg 576 
His Glu Lys Gly Lys His Pro Asp Glu Gly He Thr Trp Phe Gin Thr 
180 185 190 



624 



att gaa tgt cgt caa gga ccg gga gag act atg ttt gta ccg tct gga 672 
He Glu Cys Arg Gin Gly Pro Gly Glu Thr Met Phe Val Pro Ser Gly 
210 215 220 

tgg tgg cat gtt gtt ate aat gag gaa tac aca att gca gtg act cac 720 
Trp Trp His Val Val lie Asn Glu Glu Tyr Thr lie Ala Val Thr His 
225 230 235 240 

aac tat tgc tct gtc gag aat ttg cat ctt gta tgg ccg aaa act gtg 768 
Asn Tyr Cys Ser Val Glu Asn Leu His Leu Val Trp Pro Lys Thr Val 
245 250 255 

aag gga agg ccc aag ttg age aag cat tgg gtc aaa agg etc aca gag 
Lys Gly Arg Pro Lys Leu Ser Lys His Trp Val Lys Arg Leu Thr Glu 
260 265 270 

caa cgt ccc gag ctt etc gaa att ate aaa teg get tct gaa ate ccg 
Gin Arg Pro Glu Leu Leu Glu He He Lys Ser Ala Ser Glu lie Pro 
275 280 285 



816 



864 



12 



etc tat gat atg aac gag tct tea agt gat tct tea age tct tec tea 
Leu Tyr Asp Met Asn Glu Ser Ser Ser Asp Ser Ser Ser Ser Ser Ser 
290 295 300 



tea tct gac gat tct tct gat gaa tct gat tgt gat gat agt ggg cga 
Ser Ser Asp Asp Ser Ser Asp Glu Ser Asp Cys Asp Asp Ser Gly Arg 
305 310 315 320 

tgt ggt gga cga aaa egg aag aac gac gat cga teg aat gag tgt ccg 
Cys Gly Gly Arg Lys Arg Lys Asn Asp Asp Arg Ser Asn Glu Cys Pro 
325 330 335 

gag aaa atg age act act tat ttt cag aac teg eta gtt taa 
Glu Lys Met Ser Thr Thr Tyr Phe Gin Asn Ser Leu Val 
340 345 



<210> 7 

<211> 349 

<212> PRT 

<213> Caenorhabditis elegans 

<400> 7 

Met Ser Leu Gly Arg Asp Arg Tyr Ser Leu Pro Arg Thr Tyr Lys Arg 
1 5 10 15 



Val Ser His Ala Lys Asp Lys Ala Arg Pro Glu Leu Arg Lys Phe Gly 
20 25 30 



Trp Glu Thr Leu Gly Tyr Ser Glu Ser Phe Asn Leu Pro Pro Phe Arg 
35 40 '45 



Asp Ser He Gin Arg Val Asp Gly Asn Asn Leu Thr Val Glu Glu Phe 
50 55 60 



Arg Arg Asp Phe Glu Arg Pro Arg He Pro Val He He Thr Gly Leu 
65 70 75 80 



Thr Asp Asn Trp Ala Ala Lys Asp Lys Trp Thr Val Glu Arg Arg Lys 
85 90 95 



Thr Lys Lys Leu Ser Glu Asp Tyr Ser Val Pro Lys Phe Phe Glu Asp 
100 105 110 
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Asp Leu Phe His Tyr Ala Asp Asp Lys Lys Arg Pro Pro His Arg Trp 
115 ' 12 0 12 5 



Phe Val Met Gly Pro Ala Arg Ser Gly Thr Ala He His He Asp Pro 
130 135 140 



Leu Gly Thr Ser Ala Trp Asn Ser Leu Leu Gin Gly His Lys Arg Trp 
145 150 155 160 



Val Leu He Pro Pro He Ala Pro Arg Asp Leu Val Lys Pro Met Ala 
165 170 175 



His Glu Lys Gly Lys His Pro Asp Glu Gly He Thr Trp Phe Gin Thr 
180 185 190 



Val Tyr Lys Arg Val Arg Ser Pro Ser Trp Pro Lys Glu Tyr Ala Pro 
155 200 205 



He Glu Cys Arg Gin Gly Pro Gly Glu Thr Met Phe Val Pro Ser Gly 
210 215 220 



Trp Trp His Val Val He Asn Glu Glu Tyr Thr He Ala Val Thr His 
225 230 235 240 



Asn Tyr Cys Ser Val Glu Asn Leu His Leu Val Trp Pro Lys Thr Val 
245 250 255 



Lys Gly Arg Pro Lys Leu Ser Lys His Trp Val Lys Arg Leu Thr Glu 
260 265 270 



Gin Arg Pro Glu Leu Leu Glu He He Lys Ser Ala Ser Glu He Pro 
275 280 285 



Leu Tyr Asp Met Asn Glu Ser Ser Ser Asp Ser Ser Ser Ser Ser Ser 
290 295 300 ' 



Ser Ser Asp Asp Ser Ser Asp Glu Ser Asp Cys Asp Asp Ser Gly Arg 
305 310 315 320 



Cys Gly Gly Arg Lys Arg Lys Asn Asp Asp Arg Ser Asn Glu Cys Pro 
325 330 335 
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Glu Lys Met Ser Thr Thr Tyr Phe Gin Asn Ser Leu Val 
340 345 

<210> 8 
<211> 1227 
<212> DNA 

<213> Drosophila melanogaster 
<220> 

<221> CDS 

<222>- (1) . . (1227) 



<400> 8 

atg age gag gaa ttc aag ctg ccc aag 
Met Ser Glu Glu Phe Lys Leu Pro Lys 
1 5 

gag gtg aag cgc aag get cgt ccg gag 
Glu Val Lys Arg Lys Ala Arg Pro Glu 
20 25 

teg gee atg egg tac tgt gag aag ttc 
Ser Ala Met Arg Tyr Cys Glu Lys Phe 
35 40 

gat aac ctg gag egg ate gag gag teg 
Asp Asn Leu Glu Arg lie Glu Glu Ser 
5 0 55 

ate gaa cgc ttc gag cga ccc tac aag 
lie Glu Arg Phe Glu Arg Pro Tyr "Lys 
65 70 



cgt tec cgc aag cgc aca cgt 4 8 

Arg Ser Arg Lys Arg Thr Arg 
10 15 

ctg gac ggc gag aat gee tgg 96 
Leu Asp Gly Glu Asn Ala Trp 
30 

gag cca ttt tgg gat ttc ace 144 
Glu Pro Phe Trp Asp Phe Thr 
45 

cag gtg ccg gag teg gag ttc 192 
Gin Val Pro Glu Ser Glu Phe 
60 

ccg gtg gtc att cgc ggc tgc 240 
Pro Val Val lie Arg Gly Cys 
75 80 



acc gat ggc tgg ttg gcg ctg gaa aag tgg aca eta gee cgc ctg gee 
Thr Asp Gly Trp Leu Ala Leu Glu Lys Trp Thr Leu Ala Arg Leu Ala 
85 90 95 



288 



aag aag tat cgc aac cag aag ttc aag tgc ggc gag gac aac gag ggc 336 
Lys Lys Tyr Arg Asn Gin Lys Phe Lys Cys Gly Glu Asp Asn Glu Gly 
100 105 HO 



tat age gtc aag atg aag atg aag tac tac gtg gag tac atg cag age 
Tyr Ser Val Lys Met Lys Met Lys Tyr Tyr Val Glu Tyr Met Gin Ser 
115 120 125 



384 
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acg cgc gat gac age ccg ctg tac ate ttc gac age age ttc ggc gaa 432 
Thr Arg Asp Asp Ser Pro Leu Tyr He Phe Asp Ser Ser Phe Gly Glu 
13 0 135 14 0 

cac cat cgt egg cgc aac gtc ctg gat gac tat gtg gtg ccc aag tat 480 
His His Arg Arg Arg Asn Val Leu Asp Asp Tyr Val Val Pro Lys Tyr 
145 " 150 155 160 

ttt cgc gac gac etc ttc cag tac tgc ggc gag aat cgt cgt ccg cct 523 
Phe Arg Asp Asp Leu Phe Gin Tyr Cys Gly Glu Asn Arg Arg Pro Pro 
165 170 175 

tac cgc tgg ttt gtc atg gga ccg get cgc tec ggc ace ggc ate cac 576 
Tyr Arg Trp Phe Val Met Gly Pro Ala Arg Ser Gly Thr Gly He His 
180 185 190 



att gat cca ctg ggc act agt get egg aac acg ctg ate cgc ggc cac 
He Asp Pro Leu Gly Thr Ser. Ala Arg Asn Thr Leu lie Arg Gly His 
195 200 205 

aag cgc tgg tgc ctg ttc ccc ace caa acg ccc aag gag ctg etc aag 
Lys Arg Trp Cys Leu Phe Pro Thr Gin Thr Pro Lys Glu Leu Leu Lys 
210 215 220 

gtc ace agt gec atg ggt ggc aag cag cga gac gag gee ate ace tgg 
Val Thr Ser Ala Met Gly Gly Lys Gin Arg Asp Glu Ala He Thr Trp 
225 230 235 240 

ttc age acc ata tat ccg cgc ace cag ctg cct agt tgg ccg gag caa 
Phe Ser Thr He Tyr Pro Arg Thr Gin Leu Pro Ser Trp Pro Glu Gin 
245 250 255 

tac cgc ccc ate gaa gtg ctg cag gga gca ggc gag act gta ttc gtg 
Tyr Arg Pro He Glu Val Leu Gin Gly Ala Gly Glu Thr Val Phe Val 
260 265 270 

ccc ggc ggc tgg tgg cac gtg gtg etc aac atg gac gac acc att gee 
Pro Gly Gly Trp Trp His Val Val Leu Asn Met Asp Asp Thr He Ala 
275 280 285 

ate acc cag aac ttc agt tea cag acg aac aac ccc tgc gtc tgg cag 
He Thr Gin Asn Phe Ser Ser Gin Thr Asn Asn Pro Cys Val Trp Gin 
290 295 300 

aag act gtt cgc ggc egg cca aag ttg tea cgc aag tgg ctg cgc gtg 
Lys Thr Val Arg Gly Arg Pro Lys Leu Ser Arg Lys Trp Leu Arg Val 
305 310 315 320 

ctg cga gac cag cga ccg gag ctg gee cag ate gee gat agt att aac 
Leu Arg Asp Gin Arg Pro Glu Leu Ala Gin He Ala Asp Ser He Asn 
325 330 335 

ctg aac gag age acc ggc ttc gca teg gac age tec age aat tea age 
Leu Asn Glu Ser Thr Gly Phe Ala Ser Asp Ser Ser Ser Asn Ser -Ser 
340 345 350 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 
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tec tec teg teg age age tec teg tct teg gag gag gag gag age gac 
Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Glu Glu Glu Glu Ser Asp 
355 360 365 



gat ggc ggc gat tec aac acg gac age ggc cag gag agt ctg acg gee 
Asp Gly Gly Asp Ser Asn Thr Asp Ser Gly Gin Glu Ser Leu Thr Ala 
370 375 380 

aag aag aaa aag aag egg cgc atg get ggc ggc ggc tec ggg tec ggc 
Lys Lys Lys Lys Lys Arg Arg Met Ala Gly Gly. Gly Ser Gly Ser Gly 
385 390 395 400 

tec atg ggc gga tea teg cgt tec tga 
Ser Met Gly Gly Ser Ser Arg Ser 
405 



<210> 9 

<211> 408 

<212> PRT 

<213> Drosophila melanogaster 



<400> 9 

Met Ser Glu Glu Phe Lys Leu Pro 
1 5 



Lys Arg Ser Arg Lys Arg Thr Arg 
10 15 



Glu Val Lys Arg Lys Ala Arg Pro Glu Leu Asp Gly Glu Asn Ala Trp 
20 25 30 

Ser Ala Met Arg Tyr Cys Glu Lys Phe Glu Pro Phe Trp Asp Phe Thr 
35 40 45 

Asp Asn Leu Glu Arg He Glu Glu Ser Gin Val Pro Glu Ser Glu Phe 
SO 55 60 



He Glu Arg Phe Glu Arg Pro Tyr Lys Pro Val Val He Arg Gly Cys 
65 " 70 75 80 



Thr Asp Gly Trp Leu Ala Leu Glu Lys Trp Thr Leu Ala Arg Leu Ala 
85 90 95 



Lys Lys Tyr Arg Asn Gin Lys Phe Lys Cys Gly Glu Asp Asn Glu Gly 
100 105 HO 
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Tyr Ser Val Lys Met Lys Met Lys Tyr Tyr Val Glu Tyr Met Gin Ser 
115 120 125 



Thr Arg Asp Asp Ser Pro Leu Tyr lie Phe Asp Ser Ser Phe Gly Glu 
130 135 140 



His His Arg Arg Arg Asn Val Leu Asp Asp Tyr Val Val Pro Lys Tyr 
145 150 155 160 



Phe Arg Asp Asp Leu Phe Gin Tyr Cys Gly Glu Asn Arg Arg Pro Pro 
165 170 175 



Tyr Arg Trp Phe Val Met Gly Pro Ala Arg Ser Gly Thr Gly lie His 
180 185 190 



He Asp Pro Leu Gly Thr Ser Ala Arg Asn Thr Leu He Arg Gly His 
195 200 205 



Lys' Arg Trp Cys Leu Phe Pro Thr Gin Thr Pro Lys Glu Leu Leu Lys 
210 215 220 



Val Thr Ser Ala Met Gly Gly Lys Gin Arg Asp Glu Ala He Thr Trp 
225 230 * 235 240 



Phe Ser Thr He Tyr Pro Arg Thr Gin Leu Pro Ser Trp Pro Glu Gin 
245 250 255 



Tyr Arg Pro He Glu Val Leu Gin Gly Ala Gly Glu Thr Val Phe Val 
260 265 270 



Pro Gly Gly Trp Trp His Val Val Leu Asn Met Asp Asp Thr He Ala 
275 280 285 



He Thr Gin Asn Phe Ser Ser Gin Thr Asn Asn Pro Cys Val Trp Gin 
290 295 300 



Lys Thr Val Arg Gly Arg Pro Lys Leu Ser Arg Lys Trp Leu Arg Val 
305 * 310 315 320 



Leu Arg Asp Gin Arg Pro Glu Leu Ala Gin He Ala Asp Ser He Asn 
325 330 335 
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Leu Asn Glu Ser Thr Gly Phe Ala Ser Asp Ser Ser Ser Asn Ser Ser 
340 345 350 



Ser Ser Ser Ser Ser Ser Ser Ser Ser Ser Glu Glu Glu Glu Ser Asp 
355 360 365 



Asp Gly Gly Asp Ser Asn Thr Asp Ser Gly Gin Glu Ser Leu Thr Ala 
370 375 380 



Lys Lys Lys Lys Lys Arg Arg Met Ala Gly Gly Gly Ser Gly Ser Gly 
385 390 395 400 



Ser Met Gly Gly Ser Ser Arg Ser 
405 



<210> 10 

<211> 414 

<212> PRT 

<213> Artificial 

<220> 

<223> NEED THIS INFO 
<220> 

<221> UNSURE 

<222> (1) . . (414) 

<223> X = any amino acid 

<400> 10 

Xaa Xaa Xaa Xaa Ser Xaa Lys Arg Xaa Arg Glu Ala Lys Arg Xaa Ala 
15 10 15 

Arg Pro Glu Leu Xaa Xaa Xaa Xaa Xaa Trp Xaa Xaa Xaa Xaa Tyr Xaa 
20 25. 30 

Glu Ser Phe Xaa Leu Xaa Xaa Xaa Xaa Xaa Xaa Asp Asn Xaa Xaa Arg 
35 40 45 
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Xaa Asp Xaa Xaa Xaa Leu Xaa Val Xaa Glu Phe Xaa Glu Arg Xaa Glu 
50 55 60 



Arg Pro Tyr Lys Pro Val Val Xaa Xaa Xaa Xaa Xaa Xaa Xaa Trp Xaa 
65 70 75 80 

Ala Xaa Glu Lys Trp Thr Leu Glu Arg Leu Lys Xaa Lys Tyr Arg Asn 
85 90 95 

Gin Lys Phe Lys Cys Gly Glu Asp Asn Xaa Gly Tyr Ser Val Lys Met 
100 105 110 

Lys Met Lys Tyr Tyr Xaa Glu Tyr Met Xaa Ser Thr Arg Asp Asp Ser 
115 120 125 

Pro Leu Tyr lie Phe Asp Ser Ser Xaa Gly Glu His Xaa Xaa Arg Arg 
130 135 . 140 

Lys Leu Leu Glu Asp Tyr Xaa Val Pro Lys Phe Phe Xaa Asp Asp Leu 
145 150 155 160 

Phe Gin Tyr Ala Gly Glu Lys Arg Arg Pro Pro Tyr Arg Trp Phe Val 
165 170 175 

Met Gly Pro Xaa Arg Ser Gly Thr Gly lie His lie Asp Pro Leu Gly 
180 185 190 

Thr Ser Ala Trp Asn Xaa Leu Xaa Gin Gly His Lys Arg Trp Cys Leu 
195 200 205 

Phe Pro Thr Xaa Thr Pro Arg Glu Leu Xaa Lys Val Thr Xaa Xaa Glu 
210 215 220 

Gly Gly Xaa Gin Xaa Asp Glu Ala He Thr Trp Phe Xaa Xaa He Tyr 
225 230 235 240 

Pro Arg Thr Gin Leu Pro Xaa Trp Pro Xaa Glu Xaa Xaa Pro Xaa Glu 
245 250 255 

Xaa Leu Gin Xaa Pro Gly Glu Thr Val Phe Val Pro Gly Gly Trp Trp 
260 265 270 

His Val Val Leu Asn Xaa Asp Xaa Thr He Ala He Thr Gin Asn Phe 
275 280 285 

Xaa Ser Xaa Thr Asn Phe Pro Xaa Val Trp His Lys Thr Val Arg Gly 
290 295 300 

Arg Pro Lys Leu Ser Arg Lys Trp Xaa Arg Xaa Leu Xaa Xaa Xaa Xaa 
305 310 315 320 

Pro Glu Leu Ala Xaa Xaa Ala Asp Ser Xaa Xaa Leu Xaa Glu Ser Thr 
325 330 335 

Gly Xaa Ala Ser Asp Ser Ser Ser Xaa Ser Ser Ser Ser Ser Ser Ser 
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340 345 350 

Ser Ser Ser Xaa Ser Asp Xaa Ser Glu Cys Xaa Xaa Gly Xaa Xaa Gly 
355 360 365 

Xaa Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Lys Lys Arg Xaa Xaa 
370 375 380 

Xaa Xaa Met Xaa Gly Xaa Gly Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
385 390 395 400 

Xaa Ser Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
405 410 

<210> 11 ~ . 

<211> 12 

<212> PRT 

<213> Artificial 

<220> . 

<223> phosphatidylserine binding site 
<220> 

<221> unsure 

<222> (1) . . (12) 

<223> X = any amino acid 

<400> 11 

Phe Xaa Phe Xaa Leu Lys Xaa Xaa Xaa Lys Xaa Arg 
1 5 10 
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